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Accessory cells 
immune system 
Fe receptors on, 202 
Acetycholine receptor 
nicotinic, 529-31 
Acetylcholine 
fast excitatory synaptic currents 
and, 524 
Actin, 129-56 
bud formation in yeast and, 
152-55 
endocytosis in yeast and, 592 
filament formation of, 134-38 


focal adhesion proteins binding, 


469-71 
genetic mapping of surfaces of, 
138-44 
mutant 
actomyosin interface and, 
144-45 
myosin binding, 558-62 
nucleotide binding by, 134-38 
polymerization of 
phagocytosis and, 580 
Salmonellafost-cell contact 
and, 242 
structural analysis of, 130-31 
structure-function relationships 
for yeast and, 131-32 
yeast fimbrin-binding site of 
intragenic complementation 
and, 143-44 
suppressor analysis and, 
139-41 
synthetic lethal analysis and, 
141-42 
two-hybrid analysis and, 
142-43 
F-Actin 
association with myosin and 
tropomyosin, 131 
Actin-binding protein-1 
binding to yeast actin, 148-49 
Actin cytoskeleton 
functional relationships in, 
148-51 
proteins associating in 
complexes with, 147 
Rho regulating, 486 
a-Actinin 
focal adhesions and, 471 
Salmonellahost-cell contact 
and, 242 


Actin-interacting drugs 
identification of binding sites 
for, 146 
Actinobacillus 
leukotoxins of 
fatty acylation of, 227 
Actin-S1 chemomechanical cycle, 
546 
Actomyosin interface 
analysis of 
mutant actins and, 144-45 
Acyl carrier protein (ACP) 
bacterial protein secretion and, 
227 
Acyl-CoA synthetase gene 
peroxisome 
proliferator-activated 
receptors and, 351 
Adenoviruses 
penton protein of 
binding to integrins, 700 
Adenylate cyclase-hemolysin 
Bordetella pertussis 
fatty acylation of, 227 
Adhesion proteins 
peptide mimickry of, 698-99 
Adipocyte fatty acid-binding 
protein aP2 gene 
peroxisome 
proliferator-activated 
receptors and, 351 
Adipogenesis 
peroxisome 
proliferator-activated 
receptors and, 351-54 
Adrenal gland 
peroxisome 
proliferator-activated 
receptor expression in, 346 
Allergic response 
cells responsible for, 210-11 
FceRI and, 211 
a-Amanitin 
plant responses to harpin 
proteins and, 247 
Amyloid peptide 
deposition of 
integrins and, 705-7 
Amyloplast, 2-3 
Anemarrhena asphodeloides 
stomatal development in, 288 
Antibody-dependent cell-mediated 
cytotoxicity (ADCC) 
FcyRI mediating, 205 
Fey RII and, 209 


Fe receptors and, 202 
Antibody transport 
Fc receptors in, 188-202 
Antiphagocytosis 
Yersinia infection and, 244—45 
Apoptosis 
focal adhesions and, 501-2 
Arabidopsis 
leaf formation in, 261 
stomatal mutant in, 292-93 
transgenic 
morphogenesis in, 268 
trichome development in 
293-95 
Arachidonic acid 
peroxisome 
proliferator-activated 
receptor activation and 
345 
Arenaviruses 
fusion proteins of, 629 
Aryl hydrocarbon receptor, 55-83 
adaptive response pathway and, 
59 
bHLH-PAS proteins and, 63-66 
domain mapping of, 67-69 
endogenous pathway and, 62 
polymorphism of, 57-58 
signaling by 
model for, 69-70 
tissue and cellular localization 
of, 66-67 
toxic response pathway and, 
59-62 
Aryl hydrocarbon receptor 
knockout mice, 81-83 
Aryl hydrocarbon receptor nuclear 
translocator 
bHLH-PAS proteins and, 63-66 
developmental expression of, 
66-67 
dimerization of, 73-75 
HIF-la@ protein and, 73-74 
signaling by 
model for, 69-70 
Aspartic acid 
integrin-binding sequence 
motifs and, 708 
Aspergillus nidulans 
C-terminal kinesin of, 674 
Aspirin 
peroxisome 
proliferator-activated 
receptor activation 
and, 345 
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ATP 
extracellular 
physiological roles for, 
522-26 
as extracellular signaling 
molecule, 520 
myosin binding, 556-58 
protein transport in chloroplasts 
and, 11 
release of 
nonvesicular mechanisms of, 
526 
ATP receptors 
metabotropic, 526-29 
P2X 
cloned, 529-36 
pharmacological classification 
of, 521-22 
Avian leukosis and sarcoma 
viruses (ALSVs) 
envelope glycoproteins of, 
644-45 
Ayscough, K. R., 129-56 
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Bacteria 
phagocytosis in protozoa, 580 
protein transport in, 15-16 
Bacteria host-cell interactions, 
221-48 
Bacterial pathogens 
protein secretion by 
accessory proteins and, 227 
host-cell contact-dependent, 
222-28 
regulatory proteins and, 228 
targets of, 228-35 
type III systems for, 224-27, 
235-47 
Barley 
stomatal development in, 
291-92 
Basic-helix-loop-helix (bHLH) 
proteins, 62-63 
schematic representation of, 68 
sequence-specific DNA binding 
of, 70-73 
Basophils 
FceRI expressed on, 210 
B-cells 
proliferation of 
interleukin-2 and, 96 
Benzanthracene 
liver microsomal enzyme 
activity and, 56 
Benzo[a]pyrene 
liver microsomal enzyme 
activity and, 56 
BIK1 gene 


nuclear fusion in yeast and, 
680-81 
Bjorkman, P. J., 181-214 
Bliska, J. B., 221-48 
Bone formation 
cyclopentenone prostaglandins 
and, 357 
Bone sialoprotein 
RGD sites on, 699 
Bordetella pertussis 
adenylate-cyclase hemolysin of 
fatty acylation of, 227 
surface protein of 
binding to integrins, 700 
Bradfield, C. A., 55-83 
Brain 
ATP receptors in, 521 
Brake, A. J., 519-38 
BRL 49653 
peroxisome 
proliferator-activated 
receptor activation and, 
344 
Brook, W. J., 161-77 
Bunyaviruses 
fusion proteins of, 629 
Burridge, K., 463-503 
Butanedione monoxime (BDM) 
myosin ATPase activity and, 
474-75 
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Caenorhabditis elegans 
cell-cell fusion reactions in, 653 
myosin heavy chain genes in, 
550 
synaptotagmin mutants in, 590 
transcriptional quiescence in, 
372-73 
Calcium 
bacterial protein secretion and, 


myosin light chain kinase and, 
476 
Caldesmon 
actin-activated myosin ATPase 
and, 478-79 
Calmodulin 
myosin light chain kinase and, 
476 
Calponin 
actin-activated myosin ATPase 
and, 478-79 
cAMP 
stress fiber disruption and, 475 
Cancer 
cyclopentenone prostaglandins 
and, 356-57 
Carbon dioxide 


bacterial protein secretion and, 
235 
Carcinogenicity 
halogenated aromatic 
hydrocarbons and, 60-61 
2,3,7,8-tetrachlorodibenzo-p- 
dioxin and, 61 
Cardiac muscle 
myosin heavy chain genes 
expressed in, 424—25, 431 
Cardiomyopathy 
familial hypertrophic 
myosin heavy chain genes 


Cardiotrophin | 
cardiac myocyte hypertrophy 
and, 113 
Cardiovascular system 
extracellular ATP and, 522-23 
Caveolae, 593-94 
Caveolin, 593-94 
CD4 
complexed with cytoplasmic 
src-like kinase Ick, 588 
human immunodeficiency virus 
binding, 645-46 
CDC genes 
nuclear fusion in yeast and, 
683-84 
Cell adhesion 
RGD peptides as probes of, 
709-10 
Cell-cell fusion, 650-51 
Cell cycle rate 
partitioning of leaves and, 
270-71 
Cell death 
ATP and, 520 
Cell-mediated cytotoxicity 
antibody-dependent 
FcyRI mediating, 205 
Fey RIII and, 209 
Fc receptors and, 202 
Cellular immunity 
in Drosophila 
Toll-Dorsal pathway in, 
409 
Central nervous system 
synapses of 
fast excitatory 
neurotransmitter in, 521 
Chaperones 
bacterial protein secretion and, 
227 
Chlamydomonas 
gamete fusion proteins in, 
651-52 
Chloroplast, 2-3 
envelope translocation 
machinery in, 9-11 





import process in 
steps of, 7-9 
internal thylakoid membrane 
system of, 3 
protein import into 
model for, 8 
protein translocation channels 
in, 11 
Chloroplast proteins 
nucleus-encoded 
import and routing, 1-21 
Chorion 
aryl hydrocarbon receptor 
nuclear translocator 
expression in, 66 
Chromatin 
ary! hydrocarbon receptor 
signaling and, 58 
compaction of, 310 
interphase, 307-9 
structural components of, 
309-10 
Chromoplast, 2-3 
Chromosome condensation, 
305-29 
histones and, 316-17 
potential cis sites for, 314-16 
protein factors of, 316-27 
SMC proteins and, 321-27 
topoisomerase II and, 317-21 
Chromosomes 
interphase, 307-9 
lampbrush, 310-11 
mitotic, 306-7, 309-14 
peroxisome 
proliferator-activated 
receptor genes in, 337 
Chrzanowska-Wodnicka, M., 
463-503 
Cigilitazone 
peroxisome 
proliferator-activated 
receptor activation and, 
344 
CIK1 gene 
nuclear fusion in yeast and, 
676-78 
CIN genes 
nuclear fusion in yeast and, 683 
Clathrin 
endocytosis and, 582-83 
Clathrin-coated pits 
localization at, 586-88 
consensus sequence motifs 
for, 587 
recognition of localization 
signals, 588-89 
Clathrin-coated vesicles (CCVs) 
adaptor subunits of, 584-85 
binding to sorting signals, 


41-42 
recruitment to membranes, 
589-91 
dynamin and, 592-93 
extracellular fluid uptake and, 
582 
fusion with early endosomes, 
578 
signals for selective inclusion 
in, 585-88 
structure and function of, 
583-85 
Clathrin-dependent endocytosis, 
582-91 
Clathrin-independent endocytosis, 
591-95 
Cline, K., 1-21 
Clonal analysis 
leaf form determinants and, 268 
Clostridium botulinum 
C3 exotransferase of, 480 
Coatomer 
binding to fusion proteins, 
40-48 
subunits of, 611-12 
Coat proteins 
molecular sorting in endosomes 
and, 610-14 
Cohen, S. M., 161-77 
Collagen 
RGD sites on, 699 
Collagen type IV 
protein secretion by Shigella 
and, 237 
Colony-forming cell (CFC), 94 
Colony-forming unit (CFU), 94 
Colony-stimulating factor (CSF), 
94 
Complexins, 455 
Computer-enhanced light 
microscopy 
chromosome position in 
interphase nuclei and, 308 
Congo red 
bacterial protein secretion and, 
Conservative sorting, 5 
Constantinescu, S. N., 91-117 
Contractility 
focal adhesion assembly and, 
485-90 
regulation of, 473-79 
Rho protein and, 483-85 
COP-I, 611-13 
COP I-coated vesicles 
retrieval of membrane proteins 
and, 4247 
COP II-coated vesicles 
retrieval of membrane proteins 
and, 42-47 
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Coronaviruses 
fusion proteins of, 629 
membrane fusion of, 649 
Cortactin 
tyrosine phosphorylation of 
interaction of Shigella with 
cultured cells and, 241 
Coxsackie-type virus 
binding to integrins, 700 
Cyanobacteria 
thylakoid transport mechanism 
in, 15-16 
Cycloheximide 
plant responses to harpin 
proteins and, 247 
Cyclopentenone 
structure of, 346 
Cystic fibrosis transmembrane 
conductance regulator 
(CFTDR), 526 
Cytochalasin 
bacterial entry into 
macrophages and, 242 
Cytochalasin D 
interaction with actin, 146 
Cytochrome P-450 
endoplasmic reticulum 
retention sequences in, 
39 
Cytochrome P4501A1 
2,3,7,8-tetrachlorodibenzo-p- 
dioxin toxicity and, 80 
Cytokine 
animal models and, 96-100 
biology of, 94-100 
pleiotropic activity of, 95-96 
production of 
Salmonella infection and, 
244 
signaling by 
kinase pathways in, 105-8 
Cytokine genes 
targeted mutations in, 98-99 
Cytokine receptor 
animal models and, 96-100 
biology of, 94-100 
cytoplasmic region of, 101-2 
extracellular domain of, 100-1 
function of, 104-11 
pathological effects of 
aberrant, 111-16 
oligomerization and activation 
of, 102-4 
structure of, 100-4 
Cytokine receptor genes 
targeted mutations in, 98-99 
Cytokine receptor superfamily 
schematic of, 93 
Cytoplasmic proteins 
focal adhesions and, 469-73 
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Cytosol fusion proteins 
binding to coatomer, 40-42 
Cytotoxicity 
antibody-dependent 
cell-mediated 
FcyRI mediating, 205 
FceyRIII and, 209 
Fe receptors and, 202 
Yersinia infection and, 244-45 
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Deaf-blindness syndrome 
myosin heavy chain genes and, 
551 
Dendritic cells 
macropinocytosis in, 594 
Desvergne, B., 335-58 
Diaz-Benjumea, F. J., 161-77 
Dicotyledons 
apical meristems of, 262 
identity of lamina and petiole 
in, 283-86 
leaf development in 
stages of, 263 
leaf identity in 
flexibility of, 267-68 
phytomers of, 259 
Dictyostelium 
endocytosis in 


unconventional myosins and, 


592 
myosin catalytic domain of, 
547-49 
myosin filament assembly in 
inhibition of, 476 
Dictyostelium discoideum 
myosin structure-function 
studies and, 552-53 
phagocytosis-defective mutants 
in, 580 
Dioxin-responsive enhancer 
elements (DREs), 58 
Disintegrins 
binding to integrins, 708-9 
DNA 
basic-helix-loop-helix proteins 
binding, 70-73 
packaging into nucleosomes, 
307-8 
peroxisome 
proliferator-activated 
receptors binding, 341-43 
polycyclic aromatic 
hydrocarbons and, 59 
DNA binding 
basic-helix-loop-helix proteins 
and, 62 
DNase I 
atomic structure of actin and, 
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Down's syndrome 
human Sim protein and, 75 
Drosophila 
cellular immune response in 
Toll-Dorsal pathway in, 409 
C-terminal kinesin of, 674 
endocytosis-blocking mutant in, 
582-83 
gametogenesis in, 383-87 
genetic mosaics in 
tools for making, 164 
germ cell determination in 
primoridal, 366-71 
germ cell differentiation in 
embryonic, 378-79 
germ cell formation in 
primordial, 371-74 
germ cell migration in 
primordial, 374-78 
germ plasm effector genes in, 
368-71 
germ plasm genetics in, 367-68 
germ plasm morphology in, 
366-67 
gonad formation in 
embryonic, 377-78 
humoral immune response in 
Toll-Dorsal pathway in, 
408-9 
immune response in 
Toll-Dorsal signaling 
pathway in, 406-9 
integrin binding to tiggrin in 
700-1 
leg of 
axis formation in, 172-74 
limb development in, 161-77 
vertebrate limb development 
and, 174-75 
midline cell differentiation in 
Sim protein and, 64 
oogenesis in, 383-85 
organizer activity in 
genes implicated in, 165 
organizing signal in 
imaginal disc patterning by, 
176 
precocious cellularization in, 
371-72 
sex determination in, 379-83 
spermatogenesis in, 385-86 
Toll-Dorsal signaling pathway 
in, 393-412 
immune response and, 406-9 
life cycle and, 410-11 
transcriptional quiescence in, 
372-73 
translational regulation in, 
373-74 


wing of 
organizing anterior-posterior 
axis of, 163-68 
organizing dorsal-ventral 
axis of, 168-72 
semi-independent domains 
in, 279 
Drosophila chromosomes 
condensation of, 314 
Drosophila embryo 
Cactus protein degradation in, 
401-4 
cytoplasmic Cactus-Dorsal 
complex in 
activation of Dorsal protein 
and, 400-1 
dorsal-ventral patterning in 
cytoplasmic signaling 
pathway initiating, 
396—406 
Drosophila melanogaster 
myosin mutations in, 550-51 
Drubin, D. G., 129-56 
Dwarfism 
sex-linked, 112 
Dynamin 
clathrin-coated vesicles and, 
583, 592-93 
Dystroglycan 
focal adhesions and, 467 


E 


Early endosomes (EEs) 
clathrin-coated vesicle fusion 
with, 578 
organization and biogenesis of, 
596-97 
Effector responses 
antibody-mediated 
Fc receptors and, 202-12 
Eicosanoids 
peroxisome 
proliferator-activated 
receptor activation and, 
346 
Eicosatetraynoic acid (ETYA) 
peroxisome 
proliferator-activated 
receptor activation and, 
345 
Electrolyte transport 
ATP and, 520 
Endocytic pathway 
organelle populations of 
interconnections of, 596 
organization of, 576-79 
Endocytosis, 575-614 
clathrin-dependent, 582-91 
clathrin-independent, 591-95 





Fcy RI mediating, 205 
Fcy RIII and, 209 
Fc receptors and, 202 
Endoplasmic reticulum 
compartments of, 29-30 
maintaining proteins in 
mechanisms for, 36-40 
signal recognition particle 
system of, 3 
targeting motifs of, 31-36 
endosomes 
molecular sorting in, 595-14 
coat proteins and, 610-14 
organization and biogenesis of, 
595-601 
receptor sorting in 
specificity of, 601-10 
See also Early endosomes; Late 
endosomes 
3ndothelium-derived relaxation 
factor (EDRF) 
production of 
ATP and, 522 
=nglitazone 
peroxisome 
proliferator-activated 
receptor activation and, 
344 
Entactin 
RGD sites on, 699 
Epidermal growth factor (EGF) 
stimulation of fibroblasts with 
macropinocytosis and, 595 
Epithelial cells 
differentiation of 
2,3,7,8-tetrachlorodibenzo-p- 
dioxin toxicity and, 
75-77 
polarized 
receptor recycling in, 603-5 
Erd2p protein, 36-37 
Erwinia amylovora 
secreted target proteins in, 235 
Erythrocytosis 
benign 
aberrant cytokine receptor 
function and, 111-12 
Erythroid cells 
growth and differentiation of 
erythropoietin and, 94-95 
Erythropoietin 
growth and differentiation of 
erythroid cells and, 94-95 
Erythropoietin receptor 
benign erythrocytosis and, 
111-12 
Escherichia coli 
enteropathogenic 
host-cell responses induced 
by, 245 


pathogenicity islands in, 224 
secreted target proteins in, 
234 
hemolysin of 
fatty acylation of, 227 
secretion of, 223 
lambda receptor of 
cell attachment and, 699-700 
Estrogen receptor 
DNA-binding domain of, 337 
Etioplast, 2-3 
Euchromatin 
in interphase chromosomes, 308 
Eukaryotic cells 
endocytosis in, 576 
viability of 
topoisomerase II and, 317 
Extracellular fluid 
uptake in animal cells 
clathrin-coated vesicles and, 
582 
Extracellular matrix 
germ cells adhering to, 376 
Extracellular nucleotides 
signaling by, 519-38 
Ezrin 
Salmonellafhost-cell contact 
and, 242 
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Familial hypertrophic 
cardiomyopathy (FHC) 
myosin heavy chain genes and, 
433-35, 551 
Fatty acid metabolism 
peroxisome 
proliferator-activated 
receptors and, 348-51 
Fatty acids 
peroxisome 
proliferator-activated 
receptor activation and, 
345 
Fatty acid transporter protein gene 
peroxisome 
proliferator-activated 
receptors and, 351 
FceRI, 210-12 
FcyRI, 204-6 
Fey RII, 206-8 
Fcy RII, 208-10 
Fc receptor, 181-214 
antibody-mediated effector 
responses and, 202-12 
antibody transport and, 188-202 
neonatal, 188-99 
structure of, 190-99 
phagocytosis in leukocytes and, 
580 
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Fertilin 
binding to integrins, 709 
Fibrinogen 
RGD sites on, 699 
Fibroblasts 
macropinocytosis in, 594-95 
stress fibers in, 473-74 
Fibronectin 
focal adhesions and, 465-66 
germ cells adhering to, 376 
integrin-binding sites in, 702-3 
protein secretion by Shigella 
and, 237 
RGD sites on, 699 
Filoviruses 
fusion proteins of, 629 
Flaviviruses 
fusion proteins of, 629, 
639-42 
Fluorescent in situ hybridization 
(FISH), 307 
chromosome position in 
interphase nuclei and, 308 
structural analysis of mitotic 
chromosomes and, 310 
Focal adhesions (Fas), 463-503 
assembly of 
model for, 485-90 
tyrosine phosphorylation 
and, 489-90, 491-96 
cytoplasmic proteins and, 
469-73 
formation of 
contractility and, 473-79 
contraction-induced, 487 
Rho protein and, 479-85 
signaling in, 490-502 
structural organization of, 
464-73 
transmembrane components in, 
465-67 
Folate receptor 
caveolae and, 594 
Foliage buttress, 262-64 
identity of, 275-76 
Foot and mouth virus coat protein 
binding to integrins, 700 
Fostriecin 
chromosome condensation and, 
316 
Founder cells, 264 
establishing identity of, 270-73 
maize leaf 
fates of, 273-75 
Freeling, M., 257-99 
Friend virus complex 
cytokine receptor and, 113-15 
FUS2 gene 
nuclear fusion in yeast and, 
682-83 
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GABA 
fast excitatory synaptic currents 
and, 524 
Galan, J. E., 221-48 
Gamete fusion, 651-53 
Gametogenesis 
Drosophila, 383-87 
Gamma II crystallin 
cell attachment and, 699 
Gelsolin segment-1 
actin and, 131 
Genetic analysis 
leaf form determinants and, 268 
Genetic mapping 
of surfaces of actin, 138-44 
Genetic screening 
actin mutations and, 133 
Germ cells 
development in Drosophila, 
365-87 
Germ plasm 
in Drosophila, 366-71 
Glioma cells 
cyclopentenone prostaglandins 
and, 356 
Glucocorticoid receptor 
DNA-binding domain of, 337 
Glucocorticoids 
peroxisome 
proliferator-activated 
receptor expression and, 
346 
Glucose transporter 
recruitment to plasma 
membrane, 607-8 
Glutamate 
fast excitatory synaptic currents 
and, 524 
Glutathione 
S-transferase-di-lysine fusion 
proteins 
binding to coatomer, 40-42 
Glycine 
fast excitatory synaptic currents 
and, 524 
Golgi apparatus 
protein transport through, 30 
G protein-coupled receptor 
superfamily, 526-29 
Gram-negative bacteria 
protein secretion by, 222-23 
Gram-positive bacteria 
protein secretion by, 222-23 
Granulocytes 
FcyRI expressed on, 204 
Graptopetalum 
leaf generation in, 262 
Growth hormone receptor gene 
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Laron syndrome and, 112 
Gymnosperms 
apical meristems of, 262 


H 


Halogenated aromatic 
hydrocarbons 
aryl hydrocarbon hydroxylase 
induction and, 57 
carcinogenicity of, 60-61 
Hamster 
peroxisome 
proliferator-activated 
receptors in, 336-37 
Harpins 
host-cell responses induced by, 
246-47 
Heart 
peroxisome 
proliferator-activated 
receptor expression in, 
346-47 
See also Cardiac muscle 
Heat shock protein 70 
interaction with Kar2p protein, 
687 
Heat shock protein 90 
aryl hydrocarbon receptor 
signaling pathway and, 69 
HeLa S3 cells 
cyclopentenone prostaglandins 
and, 356 
Helianthus 
leaf initiation in, 270 
Hemagglutinin 
See Influenza hemagglutinin 
Hematopoiesis 
interleukin-3 and, 97 
Hematopoietic growth factors 
biological activities of, 95 
pleiotropy and redundancy of, 
95-96 
purification and cloning of, 
94-95 
Hemolysin 
Escherichia coli 
fatty acylation of, 227 
secretion of, 223 
Henry, R., 1-21 
Hepadnaviruses 
fusion proteins of, 629 
Hepatitis B virus (HBV) 
envelope glycoproteins of, 650 
pre S1 protein of 
endoplasmic reticulum 
retention sequences in, 39 
Hepatocytes 
receptor recycling in, 605 
Hernandez, L. D., 627-54 


Herpes simplex virus 
envelope glycoproteins of, 
648-49 
Herpesviruses 
fusion proteins of, 629 
Heterochromatin 
in interphase chromosomes, 308 
HIF-1a protein 
ary! hydrocarbon receptor 
nuclear translocator and, 
73-74 
Histamines 
release of 
inflammatory response and, 
203, 211 
Histones 
mitotic chromosome 
condensation and, 316-17 
Hoffman, L. R., 627-54 
Human immunodeficiency virus 
(HIV) 
envelope glycoprotein of, 
645-47 
Tat protein of 
cell attachment activity of, 
700 
virus-cell fusion and, 628 
Humoral immunity 
in Drosophila 
Toll-Dorsal pathway in, 
408-9 
neonatal 
acquisition of, 188-89 
2,3,7,8-tetrachlorodibenzo-p- 
dioxin and, 
77-78 
8-Hydroxyeicosatetraenoic acid 
peroxisome 
proliferator-activated 
receptor activation and, 
346 
Hypersensitivity response 
induction of, 246 
Hypolipidemic drugs 
steroid/thyroid/retinoid receptor 
superfamily and, 336 


I 


Immune response 
Drosophila 
Toll-Dorsal signaling 
pathway in, 406-9 
Immune system 
accessory cells of 
Fc receptors on, 202 
cells of 
FcyRII on, 206 
extracellular ATP and, 525-26 
phagocytic leukocytes of, 579 





Immunity 
innate 
in insects and mammals, 
406-8 
Immunoglobulin 
isotypes in mammals, 182-85 
lifetime in serum 
neonatal Fe receptor and, 
189-90 
Immunoglobulin A 
binding to pIgR, 200 
transport from circulation into 
secretions, 190 
Immunoglobulin A protease 
export by Neisseria 
gonorrheae, 223 
Immunoglobulin E 
Fe receptor for, 202-3 
interaction with FceRI, 211-12 
Immunoglobulin G 
Fe receptor for, 202 
interaction with Fey RI, 205-6 
interaction with Fcy RII, 208 
interaction with Fcy RII, 
209-10 
phagocytosis and, 580 
transfer to fetus or neonate 
neonatal Fe receptor and, 
188-89 
Immunoglobulin superfamily 
Fe receptors for 
a subunits of, 203 
Immunoglobulin superfamily 
adhesion protein, 707 
Immunoglobulin superfamily 
domains 
structures of, 188 
Immunoglobulin superfamily 
FcRs 
structures of, 184 
Immunosuppression 
2,3,7,8-tetrachlorodibenzo-p- 
dioxin and, 77-78 
Indomethacin 
peroxisome 
proliferator-activated 
receptor activation and, 
345 
Inflammation 
activation of, 203 
mediators of 
release of, 211 
Influenza hemagglutinin, 632-39 
conformational changes in 
fusion-inducing, 632-34 
target membrane-binding 
properties of, 634-35 
Influenza virus 
virus-cell fusion and, 628 
Innate immunity 


in insects and mammals, 406-8 
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